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Abstract

Liver cancer is the most common cancer in Thai men and found the fourth of all cancer
patients, usually found ih people aged 30-70 years old and found in men 2-3 times more than women.
Glutathione S-transferase (GSTs) is the removal of toxins enzymes. GSTs will involves the conjugate
process of glutathione and complexes of electrophilic compound,such as carcinogens, genetic
polymorphism that controls the creation of enzymes resulting in the function of the enzyme to change,
which affects the ability to eliminate toxins. Glutathione S-transferase gene (GSTs), type Pi 1 or GSTPI is
a gene is on the chromosome 11. The position with the gene on exon 5 at codon 105 showed the
polymorphism Isoluesine to Valine (Ile105Val) and found a risk to colon cancers, .exon 6 at codon 114 is a

position found polymorphism of Alanine to Valine (Alal14Val) might be cause the risk of cancers too.

This research aims to study the frequency of polymorphism of the GSTP/I gene at exon 5 codon
105 (Ile105V) and exon 6 codon 114 (A114V) in Thai liver cancer patients by using the PCR-RFLP
method and the relationship of genotype of GSTP/ gene and clinical pathology in 55 liver cancer patients
at exon5 (I105V) and exon6 (A114V) in 47 patienté. Based on this research, the relationship between

genetic variation of the GSTP/ gene and the clinical pathological outcome of the patient is analyzed such



as age, sex of the patient while diagnosing, the stage of the disease and the size of the tumor. With clinical
pathological parameter, the P-value equal to The results found that, there was no statistically significant
relationship between GSTP1 exon 5 with clinical pathological parameter, the P-value equal to 0.96, 0.67,
0.55, 0.67 and no concern with the risk for liver cancer (Odds ratio 0.73) and no statistically significant

relationship between GSTP1 exon 6 with clinical pathological parameter, the P-value equal to equal to

0.13,0.65, 0.87, 0.41.



