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ABSTRACT

Trichoderma species (Trichoderma spp.) are tropical fungi currently used as biological
control agent due to their ability to antagonize other plant pathogenic fungi, as well as to
degrade some agrochemicals. Among herbicides, atrazine, is intensively used in sugarcane,
corn and sorghum fields. Due to the toxicity and persistence of atrazine in the environment,
bioremediation using microorganisms has been studied to remove atrazine from
contaminated soil and water. This study aimed to investigate the expression of atzA gene in
Trichoderma spp. isolated from soil and examine the unique capability in atrazine
degradation or toleration compared to intolerant fungi. Fourty isolates of fungal strain from
corn fields in Nakornpathom and Karnjanaburi provinces were cultured in modified medium
agar containing 50 mg/L of atrazine for 14 days. The expression of atzA gene and atrazine
degrading efficiency of eight survival isolates were then determined by using RT-PCR and
Czapek dox Broth culture followed by HPLC, respectively. According to RT-PCR analysis, atzA
gene was expressed in six fungus isolates. All isolates were then measured in terms of the
atrazine degradation efficiency in vitro for 30 days. The results showed that six selected
isolates significantly degraded atrazine by 28.26% compared with another 2 isolates (9.43%)
(p<0.05). In conclusion, the atrazine degradation ability of Trichoderma spp. isolated from
this study could have benefits for agriculture and global environment to reduce or degrade

atrazine in contaminated soil.

KEYWORDS: fungus, Trichoderma, atrazine, atzA gene
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